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run_app Run the NGS Tool Kit Application (Alias)

Description

Run the NGS Tool Kit Application (Alias)

Usage

run_app(launch.browser = TRUE, port = NULL, host = "127.0.0.1")

Arguments

launch.browser Logical, whether to open the application in a web browser. Default is TRUE.

port Optional port number for running the Shiny server. Default is NULL.

host Optional host IP address. Default is "127.0.0.1".

Value

Launches the Shiny application.

Examples

if (interactive()) {
run_app()

}

run_ngs_toolkit Run the NGS Tool Kit Shiny Application

Description

Launches the interactive Shiny web application for RNA-Seq data analysis, differential expression,
clustering, and genome visualization.

Usage

run_ngs_toolkit(launch.browser = TRUE, port = NULL, host = "127.0.0.1")
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Arguments

launch.browser Logical, whether to open the application in a web browser. Default is TRUE.

port Optional port number for running the Shiny server. Default is NULL.

host Optional host IP address. Default is "127.0.0.1".

Value

Launches the Shiny application.

Examples

if (interactive()) {
run_ngs_toolkit()

}

setup_jbrowse Setup and verify JBrowse assets

Description

Initializes the local user data directory for JBrowse sessions in a CRAN-compliant manner.

Usage

setup_jbrowse(target_dir = NULL)

Arguments

target_dir Path to store JBrowse user data. Defaults to user data directory.

Value

Logical indicating success.
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